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Binding Energy vs pAE



Complex Energy vs pAE



Complex SASA vs pAE



Electrostatic vs pAE



ddG vs pAE



Hydrophobicity vs pAE



Interface delta Hbond unsat vs pAE

unsatisfied hydrogen bond donors or acceptors at the interface of a protein-protein complex. In other 
words, it measures how many potential hydrogen bonds at the interface remain unformed or "unsatisfied," 
which can indicate suboptimal or incomplete interactions between the two proteins.



Interface delta SASA vs pAE



Num_Interface res vs pAE



Rotamer vs pAE



Total H-Bond Energy vs pAE
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