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Binding Energy vs pAE
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Complexed Energy vs pAE
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Complexed SASA vs pAE
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Interface deltaSASA vs pAE

Interface_Delta_SASA vs pAE

° Binder Group
® none
m weak
A strong

Interface_Delta SASA




Energy Density (dg/dsasa) vs pAE
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Interface res vs pAE
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Total H-bond Energy vs pAE
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